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Introduction Pathogen
e The Implementation of biosecurity measures against Infectd wild
environmentally resistant, multi-host pathogens (such as host visit Cattle visit
tuberculosis) is a challenge in extensive farming.
e Water and feed are the main risk points for indirect
transmission of tuberculosis between wildlife and livestock

and are usually the target of biosecurity measures in
extensive farming.
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Objective ii =

To develop a quantitative risk analysis model for indirect Restrict access
transmission of pathogens between wildlife and cattle to Heigth
assess the impact of biosecurity measures on risk points. <90cm mence 4
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Material and methods

Data inputs Model parameters Model steps

Wildlife disease survelllance
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Discussion and further steps

® Modeling the risk of disease entry through wildlife interactions
Time indirect contact f(t)

1.60% Probability of infection ¢, addresses the specific need for feasible and effective biosecurity

1o - A 5 median (Q1-Q3) olans adapted to the extensive farm context.

i; 0.80% : N ® Limitations include estimating pathogen prevalence in wildlife and
0.40% | BN : visit frequency from fragmented data. However, the aim is to balance
v A - | complexity and applicability for useful biosecurity assessments.

100.00%  Pathogen survival s;
80.00% — ® This model will be extended to other risk points, pathogens and

;:g 60.00% Mud Bl s | animal species. It will be part of a general biosecurity assessment

S 4000% model to improve risk management, tested on real farms and used
20.00% A - | to support biosecurity decision making.
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