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Table 1. Number of PARAMETRA (v1.1.0) entries by pathogen and
parameter. The numbers in parentheses indicate the count of studies
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Exploring parameter values (v1.1.0)
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O_O parameters are missing...

But together we can fill the gaps!
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How to contribute
PARAMETRA is a community project:

T ol ’  Submit new parameters via the contribution form
heep and Goat Pox-
S Swine I(riflue:za—
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*Explore it and provide feedback (answer the survey or contact us)
*Join the ModAH PARAMETRA Working Group
*Spread the word and let others know about the project
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Fig 1. Basic reproduction number (Ro) by pathogen. Interactive plot snapshot.
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Next steps

We are working to improve the usability
and sustainability of the database:
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*Periodically updating the database ,

*Developing a curation protocol for new
submissions
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Fig 2. Number of articles by year and pathogen. Interactive plot snapshot

*Designing an online platform for browsing
the database based on feedback from

modellers Suggestions are

welcome! Thanks!

Access
- _r E PARAMETRA is currently available as
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Excel CSV files https://forms.cloud.microsoft/

e/cDjskVYTuP
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